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Figure 1.  The distribution of gene expression for two candidate genes (AGXT2L1, SLC1A2) for bipolar disorder and schizophrenia shows restriction almost exclusively to brain regions.  On a whole, brain shows almost 10 times the median expression level found in any other tissues or cell lines. The figures are from Novartis SymAtlas website http://symatlas.gnf.org/SymAtlas/ [20].  
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